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RNAseq Technique — Type d’ARN

Total RNA sequencing

IncRNA

Low input sequencing

PolyA + sequencing

<10ng
Gene expression

Isoform detection
Fusion gene

Single cell RNA sequencing

From 10pg
Small RNA-sequencing

miRNA and others smallRNAs

~ Full Length RNA sequencing

Long reads

™

Others applications : PolyA-
seq, CLIP-seq, CAGE-seq,

Nascent RNA sequencing
etc.




RNAseq Technique - Wetlab
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Adapted from Hong, M., Tao, S., Zhang, L. et al. RNA sequencing: new technologies and applications in cancer research. J Hematol Oncol 13, 166 (2020).



RNAseq Technique - Bioinformatique

1) Obtention séquence (fastq)
2) Alignement sur le génome (BAM)
3) Analyse

1) Recherche de fusion

2) Table de compte
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Applications du RNAseq

GeneZExonl GeneY Exon5
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Applications du RNAseq
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RNAseqg — Anomalies classantes LAL B pédiatrique




RNAseqg — Anomalies classantes LAL B pédiatrique
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RNAseq — Transcrits de fusion
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RNAseq — Transcrits de fusion
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Applications du RNAseq

GeneZExonl GeneY Exon5

* Transcrits de fusion

Gene X Exon 2
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RNAseqg — Anomalies classantes LAL B pédiatrique

Hypodiploidy NUTM1

ETV6:RUNX1 Like

PAXS p.Pro80Arg . ETV6::RUNX1
26%

Hyperdiploidy



RNAseq — Différence d’expression

Physiologique Pathologique
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RNAseq — Clustering

Différence d’expression génique
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Clustering

RNAseq
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RNAseq — Clustering
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RNAseq — Clustering
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Gu Z, Churchman ML, Roberts KG, et al. PAX5-driven subtypes of B-progenitor acute lymphoblastic leukemia. Nat Genet. 2019;51(2):296-307.



RNAseq — Place en routine diagnostic
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Années depuis le diagnostic

BCR-ABL1-like acute lymphoblastic leukaemia: From bench to bedside. Judith M.Boer Monique L.den Boer. European Journal of Cancer. September 2017.



RNAseq — Place en routine diagnostic
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Années depuis le diagnostic

BCR-ABL1-like acute lymphoblastic leukaemia: From bench to bedside. Judith M.Boer Monique L.den Boer. European Journal of Cancer. September 2017.
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RNAseq — Place en routine diagnostic

ADN

ARN

Panel LAL ADN
Panel IG/TCR ADN

Panel RNAseq ciblé
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RNAseq complet si non classé
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